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Native Sample Testing

Immuno-oncology assays were evaluated for the ability to detect their

Spike Recovery

Normal human serum and EDTA plasma samples were spiked with calibrators at 3 levels (high,
respective analytes in human serum, EDTA plasma, and citrate plasma mid, and low). Spike recovery values for the three spike levels were averaged and plotted.
samples. Sample concentrations (pg/mL) were plotted with the top of curve Recovery of most analytes was within 70-130% in each sample type.

(TOC) and LLOD for each analyte. Samples were diluted 4-fold except for 160
ICOSL/B7-H2, MMP-2, proMMP-9, MMP-9 (total), P-Selectin, RANTES,
S100A12, TNF-RI and TNF-RII assays where samples were diluted 100-fold.
ICOS was not detected in human serum and plasma samples. All other
analytes were detected irrespective of the type of matrix.

PURPOSE

Novel developments in immuno-oncology research have driven an increased demand
for the sensitive measurement of biomarkers associated with cancer, immune
responses, and targets of therapeutic drugs. The levels of these biomarkers are
frequently altered in samples from cancer patients and can be evaluated by measuring
their concentrations in blood and tissue lysate samples. We had previously developed
and launched 27 immuno-oncology assays targeting both traditional and emergent
cancer biomarkers. We now report expansion of this group with the introduction of 24

RESULTS

Assay Characteristics

Calibrator curves, lower limit of detection (LLOD), and upper limit of detection
(ULOD) for 24 new human immuno-oncology assays are shown below. LLODs
were calculated from 3 runs each with >20 blank wells. Control samples for
each assay showed expected precision and accuracy, with intra-run CVs less
than 10%, inter-run CVs less than 25%, and recoveries largely within 70-130%
of target concentrations (data not shown).
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